>Sequencel 35 My 16
GTTCTCTTCTGCACTGCCCAATACGGTAGCCGCTAACCACATGTGGCTGAGTTTTAATTCAGTTTTAAG
TGAATAAACTTTAAACAAATACCTCTCCTGCATGTGGGTGTCCTGCAACATCAATGCAAAGTTTCACTC
ACTTGTTCTTTGTCCTCCAACCCCAGGAGCAGCTGAACAAGCTGATGACCACCCTCCATAGCCGCACCC
CATTTTGTCCGCTGTATTATCCCCAATGAGTTTAAGCAATCGGGTATGTTGTGGGGTCACGGCTCCCTG
CTGGAAGTCCTGAGGTTCTGTG

>Sequence2 37 My 16
GTTCTCTTCTGCACTGCCCAATACGGTAGCCGCTAACCACATGTGGCTGAGTTTTAATTCAGTTTTAAG
TGAATAAACTTTAAACAAATACCTCTCCTGCATGTGGGTGTCCTGCAACATCAATGCAAAGTTTCACTC
ACTTGTTCTTTGTCCTCCAACCCCAGGAGCAGCTGAACAAGCTGATGACCACCCTCCATAGCCGCACCC
CATTTTGTCCGCTGTATTATCCCCAATGAGTTTAAGCAATCGGGTATGTTGTGGGGTCACGGCTCCCTG
CTGGAAGTCCTGAGGTTCTGTG

>Sequence3 26 TAP1
GAGGCTCCCGAGTTTGTGCCACAGGGCTGCTGCGGGCAGTGCCGCTGCATAACTGACAACGAAGGCG
GTAGGGTGACTTCCCCAGTGCAGTAGCCTGGTGCTATCCGCGGACCCGGGGGCTCCCCATGAGATCAG
CTCTCGGAACAAGGCAAGTCCCGGCAGGGCCAAGCCCAGTGCCGCAGCTAATGGCTTCAAAGCAGCC
AGCCAGCCCTGGGCACCTGCGTTTTCGCTCTTGGAGCCAACCGTTGCCCTGAGGACCCCGCAGGCCCC
CAGCCAGAGCACGGCCCAGCGGCTCAGGCCCACCGCCCAGACCCGGAGCAGTGGCAGCGCGGTGGGC
ACCAGCAGGGAGAATATGCGGGGCAGCGCGGTCCGGAGCAGCACCCAGTCGGCGAGAAGTAGCAGTA
CTGTCCCCAGCCATGCGAGAGAAGCTCCGGGGAGGCAGCGGCACCCGCGGGGAGCGGGACACCTAGA
GCTAGCCATTG

>Sequence4 35 TAP1
GAGGCTCCCGAGTTTGTGCCACAGGGCTGCTGCGGGCAGTGCCGCTGCATAACTGACAACGAAGGCGT
AGGGTGACTTCCCCAGTGCAGTAGCCTGGTGCTATCCGCGGACCCGGGGGCTCCCCATGAGATCAGCT
CTCGGAACAAGGCAAGTCCCGGCAGGGCCAAGCCCAGTGCCGCAGCTAATGGCTTCAAAGCAGCCAG
CCAGCCCTGGGCACCTGCGTTTTCGCTCTTGGAGCCAACCGTTGCCCTGAGGACCCCGCAGGCCCCCA
GCCAGAGCACGGCCCAGCGGCTCAGGCCCACCGCCCAGACCCGGAGCAGTGGCAGCGCGGTGGGCAC
CAGCAGGGAGAATATGCGGGGCAGCGCGGTCCGGAGCAGCACCCAGTCGGCGAGAAGTAGCAGTACT
GTCCCCAGCCATGCGAGAGAAGCTCCGGGGAGGCAGCGGCACCCGCGGGGAGCGGGACACCTAGAGC
TAGCCATTG

>Sequence5 10 TAP1
CCCTGGGTGGCGCAGTGGTTTGGCGCCTGCCTTTGGCCCAGGGCGCGATCCTGGAGACCCGGGATCGA
ATCCCACGTCGGGCTCCCGGTGCATGGAGCCTGCTTCTCCCTCTGCCTGTGTCTCTGCCTCTCTCTCTCT
CTCTGTGTGTGACTATCATAAATAAATTAANAAAAAAAATATTTTAAAAAATTGTGTGCAAAATTGTG
TGTGCGTATATCCCTTTTCCTTGAAGAGTGGAGCACAAACTCGGGAGCC

>Sequence6 33 TAP1

AGAGGCTCCCGAGTTTGTGCCTCCGTCTTCGCTGCATCGCAGCATTACAACAAGGCTCGTTGCTGCATG
GCAGTCTTGTTCATCGCGCATGCGTGCGGCCGAAGAGAAGCGCGAGCATTCGCCCAGGTACTGAAGGG
CGATTTCATCCCTCTTGGATGACGACGATTTTGATTTGGAAATATAAAACAAAGGCGACGATGCGAAG
AAACGCCCAATAACCTGACGAACGCGCGTTGAGCAACACCGGCGGCGATCCTGGTGTTGCGCCTAAG
GCTGCGAACCTACCGCGTCGGCACCAATTGCTTCGCCCGGACGGCCTTTTTCTCACTCGTGTCCGGCTT
TTCCACGGGCTCCTCCAGGACGCGGCTGAGATCCTGGCTCTTTGCGAAAGCCTTGATCGTCGACACCTA
GAGCTAGCCATTGCACCATCCTCCGTGAAATCAATATCCCGCACAAGAGTGCTACTCTCCTCGCTCCGG
GCCCATAACACTTGGGGGTAGCTAAAGTGAACTGTATCCGACATCTGGTTCCTACTTCAGGGCCATAA
AGCCTAAATAGCCCACACGTTCCCCTTAAATAAGACATCACGATG



>Sequence7 43 TAP1

TCTCGGCCATGCAGGTGGANGATTGGATATTTGCTGGACGATGCGGCGAAGAGCGGACGGGTGGATG
TATGGTGCTTCCTCTTCGACACTTTCTTGCTACCCTACGATGAAAGCATCCCGTGGAGCTCCATGCGAC
AAGCTGCGAGGCAGGGAGACTTCGCGATGGCGCGCGCATTTCAGGAACGACAACCAGGCTGGGCCGA
CTCGGTCGAGCCGCTAGACCCTCGAGGGCGGGCGGGACGCATGACAGTAGTCGGACTGGCTGTTATGC
ATGGACACCTAGAGCTAGCC

>Sequence8 44 TAP1

TCCGGGCGAAGCAATTGGTGCCGACGCGGTAGGTTCGCAGCCTTAAGCGCAACACCAGGATCGCCGCC
GGTCTTGCTCAACGCGCGTTCGTCAGGTTATTGGGCGTTTCTTCGCATCGTCGCCTTTGTTTTATATTTC
CAAATCAAAATCGTCGTCATCCAAAAGGGATGAAATCGCCCTTCAGTACCTGGGCGAATGCTCACGCT
TCTCTTCGGCCGCACGCATGCGCGATGAACAAGACTGCCATGCAGCAACGAGCCTTGTTGTCATGCTG
CGATGCAGCGAAGACAGAGGCACAAACTCGGGAGCCTCT

>Sequence9 39b TAP1

GACCCGGGGGCTCCCCATGAGATCAGCTCTCGGAACAAGGCAAGTCCCGGCAGGGCCAAGCCCAGTG
CCGCAGCTAATGGCTTCAAAGCAGCCAGCCAGCCCTGGGCACCTGCGTTTTCGCTCTTGGAGCCAACC
GTTGCCCTGAGGACCCCGCAGGCCCCCAGCCAGAGCACGGCCCAGCGGCTCAGGCCCACCGCCCAGA
CCCGGAGCAGTGGCAGCGCGGTGGGCACCAGCAGGGAGAATATGCGGGGCAGCGCGGTCCGGAGCA
GCACCCAGTCGGCGAGAAGTAGCAGTACTGTCCCCAGCCATGCGAGAGAAGCTCCGGGGAGGCAGCG
GCACCCGCGGGGAGCGGGACACCTAGAGCTAGCCATTGA

>Sequencel0 26 AmelX

TACCACGTATTGCATCTGAATGACACTCAGATAGATGCCGGGCTACTTGTAAGATCGTGGAAGGCCGC
ANTATTGACAAATAGACTGATCAAAGCAGTGCTCAACGAGACCGAGAATCAGGAATACTCCAACAAA
GAGTATCCCCTTGGTCACCTTTACCCTCCTTCGCGCGACCAGCACGAGTTGCGTGAGATCCAACTGAGT
AGATTTGGTCATTTCTCATATGACTTTGGGCCTCGACCCTCTTTACGAGTCCACTTCTGCAACTTATCTC
AGGCGTTCGTACCTACTCATCAATACCCGACTCAACTTTGCAAGGTCTTAAGATCGGTAATATCAGGCT
GCTATTTGGTCAACTGTACGTACACTGACATTGATTATAGACTATTCTGTACTTGGAAGACCCAACACA
CTATCGAGCATCGCGCGAGCAGGTACGGTTGGAGGTCTCTTGCTGGGCCCGGCTGTGTCCCTAGACGC
GGAAAATATATCGCAACAGACGTTAGCACTGAACAATGATGGAAGCTAGTTTGA

>Sequencel2 35 AmelX

CTCCNACCNTAAGGCTATAACCCCAGGAACAGTCATTTAGCTGNTCNNAACCTCTTTAAAATAAAAGG
TCTCCTCTTCTATACAGCACATTTGTTCAAACTAAAAACAGACCTCAAGTATATTCTGCACTATATAGA
TTTTTTTAAAGTAGCTTCAGTCTCCTTTAATGTGAACAATTGCATACTGACTTAATCTCTTCCTCTCTCT
TCTCTTCCTTCACTCTCTCCCTTCCTCTCTCTTTCTATTCTCCTCCCCTCCTCCCTGTAAAAGCTACCACC
TCATCCTGGGCACCCTGGTTATATCAACTTCAGCTATGAGGTAATTTTTCTCTTTACTAATTTTGACCAT
TGTTTGCGTTAACAATGCCCTGGGCTCTGTAAAGAATAGTGTGTTGATTCTTTATCCCAGATGTTTCTC
AAGTGGTCCTGATTTTACAGTTCCTACCACCAGCTTCCCAGTTTAAGCTCTGATGGTTGGCCTCAAGCC
TGTGTCGTCCCAGCAGCCTCCCGCCTGGCCACTCTGACTCAGTCTGTCCTCCTAAATATGGCCGTAAGC
TTACCCATCATGAACCACTACTCAGGGAGGCTCCATGATAGGGCAAAAAGTAAACTCTGACCAG



>Sequencel3 35 AmelY

GACCTCTTTAAAATAAGAAGTCTCCTCTCCTACATAGCACACTTGTTTTAACGAAAAACAGACCTCAA
ATATATTCTGTACTATATAGATTTTTTAAAAGTAATTTTAGTCTCTCTTAATGTTAACAATTGCATATTG
ACTTAATCTCTTACTCTCTCTTCCCTTCCTTCACACTCTCCCTTCCTCTCTCTTTCTCTTCTCCTCCCCTCC
TCCCTATAAAAGCTACCACCTCATCCTGGGCACCCTGGTTATATCAACTTCAGCTATGAGGTAATTTTT
CTCTTTACTAATTTTGATCACTGTTTGCATTAGCAGTCCCCTGGGCTCTGTAAAGAATAGTGGGTGGAT
TCTTCATCCCAAATAAAGTGGTTTCTCAAGTGGTCCCAATTTTACAGTTCCTACCATCAGCTTCCCAGTT
TAAGCTCTGATGGTTGGCCTCAAGCCTGTGTTGCTCCAGCACCCTTCTGCCTGACCATTCGGATTGACT
CTTTCCTCCTAAATATGGCTGTAAGTTTATTCATTCATGAACCACTGCTCAGGAAGGTTCCATGAAAGG
GCAAAAAGTCAACTCTGACTGACCAGCTTGGTTCTATCCCATCCGGTAAAATGTAAAGATTAGGTAAA
ATTACTAACTTTGGGCAAATAATTTCCTCTCTTTGGAACCCTGGTTTTCTCATTTGGACAAGGGAAATT
ACTGTAAT

>Sequencel4 43 Amel

TTGCATATTGACTTAATCTCTTACCTCCTTTCCGCCACTCCTCTTCATTCAAGAAATGTCTCTCAACGGC
AGCAACCGTATCGAGTCCAATTTCATCCATCTTCTCACAGGGTCCTCTTTTCGCACCAAAGAAATCCTT
GAACAGCTCATCAATATCCTCTGGTTTACAAACACCTTCTTGCAATTCCATCAAGCATTCGCGTTTAAT
CGAAGCCCAAATTCGCGGAAGTATCAATCCTTCAGACTCATGTCGTGCGATTTTGGGACGGAGGTTGA
CTTCTTCCATCTGTGCCGTGAGGAAAGGGAAGAGCGAGGCAGCCGTATAGCCACAGCCCATCAACTCG
ACGCAGCGACTCTTTGGCGGGACATAATACAGCGTATTCAAAACCCTCTCCCTCTTACCCACCTCACTG
ACCAGCTTGGTTCTAGTCTTGTCCTCC

>Sequencel5 44 Amel

TACTCTCCAATGCTCTGCCCTTCAAGGGGCTTTCCTCGATCTTTATCGTCTCATATGTCTGTCGAAGTAC
TTGCGTCTCGCTCGCTCGCTCTCTTTATATCCCTCGCTTATCGCTCTTCTGTTGCTCTTCCTCGAAGTCTT
GTCCTCCCCTATCGTTCCTGTACCGAGTTGATAGCATTATATGCAACCCGGTTGTATCCGCGCATTTCG
CACGTGCGATTGACGCCGAGAAATTTCTATGGTGCCTCTTCCGCTCGGTTCTCCTCCTTACCAAACGAC
CTTCCTTTAAGTTTTCTAAACGTATTGAATGGAGTTCAACTCGGCTAACCGTTGAACACACCTTCAACC
AATTCAAAGATCATACTCCCGACGCTGACAACTGCGATTTCTTCCTG

>Sequencel6 43 Amel

TACTCTCCAATGCTCTGCCCTTCAAGGGGCTTTCCTCGATCTTTATCGTCTCATATGTCTGTCGAAGTAC
TTGCGTCTCGCTCGCTCGCTCTCTTTATATCCCTCGCTTATCGCTCTTCTGTTGCTCTTCCTCGAAGTCTT
GTCCTCCCCTATCGTTCCTGTACCGAGTTGATAGCATTATATGCAACCCGGTTGTATCCGCGCATTTCG
CACGTGCGATTGACGCCGAGAAATTTCTATGGTGCCTCTTCCGCTCGGTTCTCCTCCTTACCAAACGAC
CTTCCTTTAAGTTTTCTAAACGTATTGAATGGAGTTCAACTCGGCTAACCGTTGAACACACCTTCAACC
AATTCAAAGATCATACTCCCGACGCTGACAACTGCGATTTCTTCCTG



>Sequencel7 44 Amel

TTGCATATTGACTTAATCTCTTACCTCCTTTCCGCCACTCCTCTTCATTCAAGAAATGTCTCTCAACGGC
AGCAACCGTATCGAGTCCAATTTCATCCATCTTCTCACAGGGTCCTCTTTTCGCACCAAAGAAATCCTT
GAACAGCTCATCAATATCCTCTGGTTTACAAACACCTTCTTGCAATTCCATCAAGCATTCGCGTTTAAT
CGAAGCCCAAATTCGCGGAAGTATCAATCCTTCAGACTCATGTCGTGCGATTTTGGGACGGAGGTTGA
CTTCTTCCATCTGTGCCGTGAGGAAAGGGAAGAGCGAGGCAGCCGTATAGCCACAGCCCATCAACTCG
ACGCAGCGACTCTTTGGCGGGACATAATACAGCGTATTCAAAACCCTCTCCCTCTTACCCACCTCACTG

ACCAGCTTGGTTCTA



